A Second New Source of Nematode Resistance from A. stenosperma V10309
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Root-knot nematode (Meloidogyne arenaria) remains a major constraint to peanut production. While one strong resistance locus—introgressed from Arachis cardenasii—has been used in several released cultivars, susceptible lines remain widely grown. We previously reported two independent sources of root-knot nematode resistance from Arachis stenosperma, conferred by major-effect loci on chromosomes A02 and A09. Here, we tested the field performance of introgressed peanut lines carrying the A09 locus. In nematode-infested plots, these lines showed near-total resistance, their yields exceeded those of susceptible cultivars and were competitive with the resistant cultivar control (GA 14N). Pod shape and constriction were comparable to elite cultivars. These results confirm that a second, strong source of root-knot nematode resistance from A. stenosperma, located on chromosome A09, can be combined with agronomic performance competitive with leading cultivars.
