Peanut Cultivars: Where Do the New Traits Come From?
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Germplasm collections are essential for crop improvement and cultivar development.  They contain genetic variability for economically important traits for the development of  productive and resilient cultivars. The U.S. National peanut germplasm collection consists of about 9,000 accessions and is maintained in the USDA managed genebank in Griffin, GA. These accessions were acquired from all over the world and display significant genetic variability in plant, pod and seed traits. They provide sources of high yield, disease resistance, drought tolerance and early maturity.  Additionally, the pod and seed variability offers opportunities for improving their size, shape, flavor, seed oil content and quality, nutritional quality, especially seed protein content and other biological compounds including antioxidants for a healthy diet. Thus, the germplasm collection likely contains every trait for peanut improvement and is utilized by breeders and other researchers to develop new cultivars. For example, resistance to the Tomato spotted wilt virus (TSWV) in the currently grown cultivars traces to PI 203396. Leafspot resistance germplasm includes PI 109839, PI 259785 and the diploid wild species, Arachis cardenasii. Recently, several accessions were identified as resistant to Peanut smut disease. Safeguarding the peanut germplasm collection is essential for the sustenance of the U.S. peanut industry.  

