Screening for Succinate Dehydrogenase Mutations Associated with Resistance in the Early and Late Leaf Spot Pathogens of Peanut
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[bookmark: _Int_73lTxZC5][bookmark: _Int_3lJ1W7KS]Two of the most devastating foliar pathogens of peanuts are Passalora arachidicola (PA), causing early leaf spot, and Nothopassalora personata (NP), causing late leaf spot.  Both are managed with frequent applications of fungicides.  Some of these fungicides, including penthiopyrad, a succinate dehydrogenase inhibitor (SDHI), have become less effective over time.  While phenotypic resistance to penthiopyrad has previously been reported, the genes associated with resistance have yet to be identified. This study screened isolates to see if mutations to the SDHI target genes, SdhB, C, and D, were present. Two field sites in Tifton, GA, one with extensive SDHI exposure and one with limited exposure, were studied. Each Sdh gene was identified using homology to published genes of related species and amplified with PCR. Mutations were identified following Sanger Sequencing.  A missense mutation in the SdhB gene associated with resistance to SDHIs in other fungi (H267L) was detected in 73.5% of PA isolates and 3% of the NP isolates. A preliminary sensitivity screening of our PA population against penthiopyrad failed to find a significant relationship between the mutation and resistance, suggesting other mutations may also be involved. However, the wild-type SdhB isolates had a significantly lower inhibition concentration for pydiflumetofen than the mutated isolates (p=0.04). SdhC and D gene analyses are still in progress.
