Integrating Host Resistance and In-Furrow Fungicide Applications for Leaf Spot Management in Peanut Production
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Leaf spot diseases pose a significant threat to peanut production, often requiring intensive fungicide programs to prevent yield loss. This study investigated host resistance derived from wild relatives to mitigate disease pressure and reduce chemical dependency, characterizing interactions between peanut genotypes with varying resistance levels and early season in-furrow fungicide applications to optimize integrated pest management strategies. In 2025, a field trial evaluated three genotypes: TifCB-7 (resistant cultivar), Georgia-06G (commercial cultivar), and TUFRunner’511’ (susceptible cultivar). A factorial treatment structure compared an untreated control to an in-furrow application of fluopyram at 0.24 kg a.i./ha (Velum) across all genotypes. The progression of disease epidemics was monitored using eight temporal ratings with the Florida 1-10 severity scale and a 0-5 defoliation scale across four replicates. The Area Under the Disease Progress Curve was calculated for both severity and defoliation to quantify cumulative disease pressure. A two-way factorial ANOVA determined main effects of genotype and fungicide treatment and their interaction. The interpretation of results focused on evaluating the effects of genetic resistance, fungicide application, and their combined impact on disease severity and progression. Findings from this study aim to support the development of more sustainable and effective leaf spot management strategies for peanut producers.

