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The Association of Official Seed Certifying Agencies (AOSCA) report of certified seed acres in 2024 and 2025 listed about 50 cultivars in the different commercial seed production stages including Foundation, Registered and Certified. It is reasonable to assume that these cultivars will be in domestic production for the next 5 years and beyond. Although the number of cultivars is large, within each of the three main production regions, only a few cultivars are popular on commercial farms because of their superior industry standards. Additionally, the cultivars showed common genetic lineages based on their pedigrees within each production region. The predominance of a few popular cultivars with related pedigrees may expose the crop to future genetic vulnerabilities from pests and pathogens. Many of the cultivars in the southeastern (SE) production contained traces of PI 203396, PI 259785, and Arachis cardenasii via Coan. In the Virginia-Carolina (VC) region, A. cardenasii via Bailey and in the southwest (SW), PI 109839 lineages are more common. It is suggested that PIs from the USDA peanut collection must be evaluated for traits of interest and used in future cultivar development to diversify the genetic background from genetic vulnerability.  

